Reflections on the Ethnolinguistic Prehistory
of the Greater Himalayan Region
George van Driem (Leiden)

’s Werelds twee grootste taalfamilies komen elkaar tegen in de Himalaya. In de
omstreken bevinden zich ook verscheidene taalgemeenschappen die nog eens vier
grote taalfamilies vertegenwoordigen. Verder herbergt het gebied drie geı̈soleerde
talen. De taalwetenschap, de archeologie en het erfelijkheidsleerkundige onderzoek naar menselijke bevolkingsgroepen ontsluieren uiteenlopende hoofdstukken
uit de voorgeschiedenis van de mensheid. Hoe kunnen de reconstructies van het
verleden die deze drie disciplines opleveren op zinvolle wijze in elkaar gepast
worden om tot een samenhangend en geloofwaardig beeld van ons verleden te
komen?

1 Language phyla of the Himalayan region
The world’s two most populous families of languages meet in the Himalayas. These are the Indo-European phylum, to which languages such as
English and Bengali belong, and Tibeto-Burman, which includes Cantonese and Mandarin Chinese. In addition to these two great language
families, Daic alias Kra-Dai, Austroasiatic, Altaic and Dravidian language
communities skirt the periphery of the Himalayan region. For example,
Kyrghyz is spoken in the Tiānshān and Khasi in the Meghālaya. The
Ahom language was once spoken in northeastern India, where scattered
Daic language communities are still settled today. Dhangar and Jhangar,
dialects of Kurukh or Uraon, are spoken in Nepal’s eastern Terai. Yet the
Himalayas would appear to be as peripheral to our understanding of the
prehistory of Kra-Dai, Austroasiatic, Altaic and Dravidian as these four
language families are peripheral to the Himalayas.
The real crux to the ethnolinguistic prehistory of the greater Himalayan
region are the two great language families Tibeto-Burman and Indo-European and, even more so, the several language isolates of the region. The
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deeper phylogeny of the Indo-European language family was once conceived by August Schleicher as a branching oak tree, but the phylum has
increasingly assumed a more rake-like appearance in more recent literature. The family tree structure of the Tibeto-Burman phylum is likewise
essentially rake-like, a situation for which I introduced the metaphor of
fallen leaves.
Two magnificent language isolates are spoken, far apart from each other,
in the heart of the Himalayas. Burushaski is spoken by some 80,000 people
in the high alpine valleys of Hunza-Nager and Yasin near Gilgit in Pakistan. The nearly extinct Kusunda lingers on in the memories of perhaps
no more than two dozen elderly speakers. The remaining ethnic Kusunda
reside in Pyūt.hāṅ, Dāṅg and Tanahũ districts in western Nepal. A third
language isolate, Nahali, survives out in the far periphery of the Himalayan
region, in the Gavilgad.h Hills in the Indian state of Chattı̄sgad.h.
For Burushaski an ancient relationship with the Yenisseian languages
has been argued, i. e. Hyde Clark (1870), Toporov (1969, 1971), van Driem
(2001). I named the hypothetical language family ‘Karasuk’ after the archaeological complex in western Siberia which Členova (1972) identified
with the ancient Yenisseians. The Karasuk cultural assemblage broke up,
the main movement following the Yenissei northwards downstream to the
area around today’s Krasnojarsk, and the other movement proceeding
west onto the eastern steppe into territory inhabited by bearers of the
Andronovo culture. I also proposed the alternative, more neutral name
‘Greater Yenisseian’ for this hypothetical family, comprising Burushaski
and Yenisseian.
Assuming the veracity of Členova’s theory, I suggested that the main
northward movement gave rise to the historically attested Yenisseian language communities. The other Karasuk culture bearers, who inhabited the
northwestern Minusinsk basin, moved southwest in the seventh and sixth
centuries BC and gradually merged with the Andronovo Bronze Age culture of Central Asia. Many scholars associate the Andronovo complex with
the ancient Indo-Iranians before their southward migration east into the
Subcontinent and westward across the Iranian plateau. This hypothetical
scenario would explain the location of the Burusho in Hunza-Nager and
Yasin.
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Kusunda has recently become a fresh recruit for an expanded version of
the Indo-Pacific theory (Whitehouse et al. 2004). Since the late eighteenth
century, scholars have entertained the idea that all Asian negrito peoples
or ozeanischen Neger shared a deep common ethnolinguistic origin. The
linguistic supposition underlying this old hypothesis was ‘disproved’ in
1831 by Samuel Rafinesque in the first ever application of lexicostatistics, which Rafinesque himself invented (Dumont d’Urville 1834). None
the less many linguists and anthropologists continued to entertain the hypothesis, e. g. Finck (1909), Skeat and Blagden (1906). Some called this
assumption the ‘Pan-Negrito Theory’ or ‘Indo-Pacific’. The late Joseph
Greenberg (1971) revitalised the idea, and his pupil Merritt Ruhlen and
three colleagues have recently attempted to include the Kusunda language
into Indo-Pacific, viz. Whitehouse et al. (2004).
The recent comparative assay is of questionable linguistic merit, however. Data are presented not as in the sources, but in newer international
phonetic notation. In the process, ad hoc interpretations and choices had
to be made, and it is my impression that the choices have had the eﬀect
of making forms look more similar than they might be in reality. This unnecessary standardisation can be especially unreliable when retranscribing
Papuan forms with no standardised orthography. The sources for forms
adduced by the authors from little-known languages are provided only in
the ‘supporting data’ downloadable from the website. References should
have been given a more prominent place, as is customary in the linguistic
literature, since recourse to the original sources is required for any detailed critical appraisal of the study in question, particularly because the
comparison deals exclusively with poorly documented languages.
More fundamentally, the methodological issue of comparing look-alikes
in modern languages without any understanding of the historical phonology of the languages in question has been dealt with in numerous critiques
of long-range linguistic comparison. It will always be tempting to relate
forms like Greek θεός ‘god’ and Latin deus ‘god’, first adduced as IndoEuropean cognate etyma by Marcus van Boxhorn in 1647, but the two are
not cognate at all, as Müller argued in 1865.
I need not belabour the methodological inadequacies and pitfalls of false
cognates and long-range comparisons in general, since so many others have
detailed the arguments eloquently in the literature. In my assessment, the
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case for Indo-Pacific remains unconvincing, and the same applies a fortiori
to the proposed inclusion of Kusunda in this hypothetical linguistic construct. However, I am pleased that the authors were able to state their case
in a prominent non-specialist journal so that their arguments are publicly
available, since the article would not have passed muster for publication
in a standard linguistic journal.
Various theories have been proposed to associate Nahali with some
recognised linguistic phylum, notably Austroasiatic. The arguments are
discussed at some length in my handbook (van Driem 2001). None of
these hypotheses has been convincingly demonstrated. Keralapura Shreevinasaiah Nagaraja (2006) has since 1998 gathered linguistic data in the
Nahali language community, where he spends about a fortnight each year.
His data and the material collected by earlier scholars corroborate the
conservative view that Nahali has no demonstrable genetic aﬃnity with
any known linguistic phylum. In short, Nahali does not appear to be a
member, peripheral or otherwise, of the Austroasiatic phylum. Once Korku loan words and other obvious borrowings are removed, Nahali looks
very much like a genuine language isolate representing the sole vestige of
a distinct pre-Austroasiatic, pre-Dravidian and pre-Indo-European ethnolinguistic stratum.
2 Archaeology, linguistic intrusions and biological ancestors
The fundamental issue is whether the spread of a recognisable Neolithic
and Bronze Age assemblage can actually ever be taken to reflect the spread
of a language and so of a language family. For example, was the expansion
of Bodic into the Himalayas associated with the sudden appearance of
colonial exponents of the Mǎjiāyáo Neolithic in eastern Tibet at mKharro and in Kashmir at Burzahom at the same time that the core area in
Gānsù shrank during a period of climate change between the Mǎjiāyáo
phase (2700–2300 BC) and the Bànshān phase (2200–1900 BC) of the
Mǎjiāyáo sequence? This is a scenario which I outlined and argued in
several earlier publications (van Driem 1998, 2001, 2002).
More recently, I have outlined a number of alternative scenarios which
diﬀerently relate the traceable patterns of dispersal of cultural assemblages
in the archaeological record with the present geographical distribution of
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Tibeto-Burman language communities (van Driem 2006). Indeed, we must
ask whether the modern geographical distribution of the Tibeto-Burman
language family correlates with the mute testimony of any single portion of
the archaeological record that happens to have been preserved, discovered
and studied by archaeologists. Linguistic palaeontology invariably raises
complex issues, and elsewhere I have discussed some of the arguments
relating to what we can glean about ancient Tibeto-Burman culture and
the role played by broomcorn millet Panicum miliaceum and by foxtail
millet Setaria italica, the latter reflected in languages as far flung as Old
Chinese 稷 btsı̈k in the Yellow River basin and Lhokpu1 căˀkto ‘foxtail
millet’ in modern southwestern Bhutan (van Driem 2006).
The reduced polymorphism of northern populations of East Asia, which
represent a subset of the haplotypes found in southern populations, was
taken to reflect the peopling of the north after the Ice Age (Sù et al.
1999), whereas the high frequency of H8, a haplotype derived from M122C,
was seen as reflecting a genetic bottleneck eﬀect that occurred during
an ancient southwesterly migration about 10,000 years ago, suggesting a
demic diﬀusion at the outset of the Neolithic (Sù et al. 2000, Ding et al.
2000, Shi et al. 2005). Another study suggested that Hàn Chinese did not
originate in the Yellow River basin but had more recently migrated to this
area from southwestern China (Chǔ et al. 1998).
Comparison of various haplogroup frequencies exhibited by Tibetans vs.
Tǔjiā, Bái and Lolo-Burmese groups showed all Tibeto-Burman groups to
have a high frequency of the Y-chromosomal haplogroups O3e and O3*,
with the average hovering approximately around 40 %. The findings were
interpreted as supporting a slightly male-biased infiltration from the Bodish area in Amdo into Yúnnán and Húnán about two and a half millennia
ago, though ‘the less drastic bias between male and female lineages’ suggested that these putative southward migrations ‘likely occurred with the
involvement of both sexes rather than as conquests involving expedition
forces primarily consisting of male soldiers’ (Wen et al . 2004).
1

The Lhokpu are an inbred and genetically highly distinct group within the Himalayan region as a whole (Kraaijenbrink et al. 2006a, Parkin et al. 2006a). The impact
of matrilocality and cross-cousin endogamy is clearly discernible in the genetic signature
of this language community. Many of the ancient Tibeto-Burman groups may have been
matrilineal, matrilocal societies with uxorilocal marriage such as the modern Lhokpu
and Gongduk of Bhutan.
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However useful these genetic studies are, they were limited by the fact
that most Tibeto-Burman language communities and even most branches
of the language family are exclusively represented outside of China. The
picture of the Tibeto-Burman past has been rendered far more complete
by findings of our own research team, which has conducted the most extensive sampling of Tibeto-Burman populations in the Himalayan region
(Kraaijenbrink et al. 2006a, 2006b, Parkin et al. 2006a, 2006b). Our team
has identified markers which we believe to be specifically correlated to the
spread in Asia of Tibeto-Burman language communities. Our results will
be published in due course in an appropriate population genetics journal,
and I am not at liberty to detail the findings here.
Far away to the south, in the Brahmaputran basin and the Indo-Burmese borderlands, however, some of the spread of Tibeto-Burman may have
been at the expense of indigenous Austroasiatic populations who were
assimilated linguistically. The Y haplogroup O2a is represented at a frequency of 77 % in Austroasiatic groups in India and 47 % in TibetoBurman groups of northeastern India (Sahoo et al. 2006). This patterning
could suggest that Tibeto-Burman paternal lineages may have partially
replaced indigenous Austroasiatic lineages in the northeast of the Indian
Subcontinent and that Austroasiatic populations preceded the TibetoBurmans in this area, as linguists and ethnographers have speculated for
over a century and a half.
For Indo-European, Mallory (1989) has provided a good recapitulation
of the many competing proposed correlations between archaeology and
linguistics, and since then many alternative proposals and speculations
have been elaborated on this broad interdisciplinary theme. Archaeology
reflects what we have been able to glean about the material culture of past
communities. In fact, how often can we be quite certain which language
was spoken by ancient stone knappers or by the potters behind a particular
ceramic culture in some archaeologically attested pre-literate society?
Very often language seems to be less ambiguously correlated with the
geographical distribution of genetic markers in the populations speaking
the languages in question. Even so, the linguistic ancestors of a language
community were not necessarily the same people as the biological ancestors
of that community. For example, geneticists have until now looked in vain
for markers which identify Hungarians as a Uralic language community.
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Even the Y-chromosomal haplogroup N-TatC (N43), which is found at a
high frequency throughout Uralic language communities, does not seem
to be prevalent in Hungary.2 Rather, Hungarians look genetically quite a
lot like a Western Slavic language community, and there is little trace at
the moment of a Uralic genetic signature (Tambets et al. 2001). Perhaps
the Magyars who penetrated into Pannonia introduced a Uralic language
but not much else. Perhaps Uralic Y chromosome lineages simply died out
in Hungary for whatever reason.
We invariably get all of our DNA from our biological parents, but only
in most cases is our native language also that of our parents. So, notwithstanding the probabilistic correlation between languages and genes, the
discrepancies between the two versions of prehistory can tell us at least
as much about what went on in the past as the grand correlations. Population genetics tells us about the spread of genotypes, whether this is
caused by circumstances of origin, migration or natural selection. Whatever the case may be, the Hungarian language constitutes incontrovertible
linguistic evidence that the Magyars came to Pannonia. The historically
attested Magyar linguistic intrusion may now be genetically invisible, but
the Hungarian language is linguistically very much in evidence. Given the
extremely low population numbers which characterised prehistoric human
demography, evidently no colossal throng of people was needed to eﬀectuate a linguistic incursion.
The genetic picture, moreover, sometimes shows sexual dimorphism
in linguistic prehistory. Some languages appear to be mother tongues,
whereas others show up as father tongues. In Baltistan, in what today is
northern Pakistan, the local Tibetan dialects are perhaps the most conservative of all Tibetan languages, preserving consonant clusters retained
in Classical Tibetan orthography but which have been lost or have succumbed to mergers in most other Tibetan dialects. Yet the Balti abandoned the Tibetan script after they were converted to Islam in the fifteenth century.3 Paradoxically, the old consonant clusters ceased to be
pronounced as such in most areas throughout Tibet where the conser2
Outside of Uralic speech communities, the haplogroup is also found at a high
frequency amongst the Yakut, Even and Tuva.
3
In recent years, native activists have begun reintroducing the Tibetan script, e. g.
on shop signs, somewhat to the displeasure of central government authorities.
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vative indigenous orthography representing these phonological segments
remained in use. Genetic studies of the Balti populations show intrusive
Y haplogroups from the Near East, whereas the mitochondrial DNA of
the Baltis is predominantly Tibetan mtDNA (Poloni et al. 1997, 2000,
Zerjal et al. 1997, Quintana-Murci et al. 2001, Qamar et al. 2002). So, the
religion of the Balti would appear to be a paternal heritage, whilst the
languages that they speak are literally mother tongues.
Genetic studies have suggested that the distribution of Indo-Aryan language communities in northern India patterns well with intrusive Y haplogroup frequencies emanating from the northwest, reflecting what many
linguists and archaeologists had long thought about Indian prehistory. The
picture of an Aryan invasion emerging from the R
. gveda, in the words of
Mortimer Wheeler, ‘constantly assumes the form of an onslaught upon the
walled cities of the aborigines’, i. e. the puras, and the Aryan god Indra
is a puraṃdara ‘destroyer of aboriginal forts’, who shattered ninety such
strongholds (1966, 1968). Many scholars have connected this destruction
of aboriginal fortresses and the conquest of subjugated Dasyus recounted
in the Aryan hymns to the extinguishing of the Indus Valley civilisation.
At any rate, the activities depicted were a predominantly male occupation.
Genetic studies have suggested that the Y haplogroups L, R1a and
R2 spread from the northwest along with Indo-Aryan language across
northern India and to Ceylon, whereas mitochondrial lineages prevalent
in India are overwhelmingly indigenous to the Subcontinent (Kivisild et al.
1999a, 1999b, Wells et al. 2001, Cordaux et al. 2003, Kivisild et al. 2003,
Baig et al. 2004, Cordaux et al. 2004, Metspalu et al. 2004, QuintanaMurci et al. 2004, Thangaraj et al. 2005). At the same time, the spread
of Indo-Aryan languages unambiguously attests to an ancient linguistic
intrusion into the Subcontinent from the northwest. So, were Vedic and
Avestan introduced as father tongues?
A recent study (Sahoo et al. 2006) attempts to challenge the Y chromosome picture. The study is a major leap forward, but the sampling is
still coarse, and the survey neglects to systematically distinguish between
Turks, Kurds and other language communities in the Near East and between Indo-Iranian and Turkic language communities in Central Asia. A
fine-mesh and more ethnolinguistically informed sampling remains a realisable goal. More crucially, the reasoning in Sahoo et al. (2006), edited by
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Colin Renfrew, omits to take note that Central Asia saw major incursions
of Altaic populations in historical times, and that an ethnolinguistically
low-resolution survey of present Central Asia Y chromosomal genography
cannot be presumed to reflect the genography of the region during, say, the
Andronovo Bronze Age culture and the Bactria Margiana archaeological
complex.
In fact, the probable replacement of Y chromosomal lineages during
the Altaicisation of Central Asia is consonant with the team’s observation
that the Y haplogroups E, I, G, J* and R1*, which have a combined
frequency of 53 % in Turks of Asia Minor and 24 % in Central Asia, are
virtually absent in India, except for a trickling of R1*. Also absent in India
are haplogroups C3, D, N and O, which are ‘specific to Central Asia’,
where they have a combined frequency of 36 %. Likewise, the complete
absence in India of the derived C3 lineages, which account for over 95 %
of the C haplogroup variation in Central Asia, ‘cannot be ascribed to a
recent admixture from the north’ (op. cit. 845). At the same time, the
J2 haplogroup, which appears to emanate from the Arabian Peninsula
and, unlike haplogroups N and R1a, attains no high frequency in Ceylon,
‘indicates an unambiguous recent external contribution, from West Asia
rather than Central Asia’ (op. cit. 87), and indeed this gradient probably
reflects the historically attested male-borne eastward spread of Islam.
Therefore, what I first called the ‘Father Tongue hypothesis’ in Taipei
in 2002, based largely on the work of Poloni et al. (1997, 2000), may
apply to the spread of Indo-Aryan into the Indian subcontinent and, as
I have argued elsewhere (van Driem 2006), may perhaps also hold for
the spread of Sinitic during the Hàn demic expansion. Though there are
numerous contrary cases such as the Tibetan mother tongues of Baltistan,
as a general principle the Father Tongue hypothesis may at many times
and in many places in prehistory have been an important mechanism in
language shift.
The dynamics of a process whereby mothers passed on the language
of their spouses to their oﬀspring has major implications for our understanding of language change. If the language shift giving rise to the Sinitic
languages and perhaps also the eastward spread of Indo-Aryan speech
across northern India took place in this way, then such languages may
have begun as languages belonging to another phylum until they reached
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the stage currently attained by Michif. In origin at least, Michif is genetically an Alqonquian language that was spoken by women who relexified
the language with the French spoken by their husbands to such an extent
that the genetic aﬃnity has nearly been obscured (Bakker 1992, 1994,
van Driem 2001: 169–173). If the process of relexification were to continue
beyond the stage attained by Michif, then a language could conceivably
change its genetic aﬃnity even though the dynamics of the process would
introduce a discontinuity with its past. Can such a process ever be reconstructed linguistically?
A general issue is that of time depth. Archaeological transitions are reconstructed at very diﬀerent times in the past, e. g. the palaeontologically
attested spread of anatomically modern humans, the spread of agriculture, and the sometimes well-defined patterns of dispersal of identifiable
cultural assemblages in the Neolithic and Bronze Age. At the same time,
many known historical transitions and conquests with linguistic consequences have left little or no clear-cut traces whatsoever in the archaeological record. So, can genes and languages generally be correlated and
contrasted with each other in a more meaningful way than either can be
with the fragments of material culture that happen to have resurfaced
unscathed from the sands of time?
For example, the Y chromosome haplogroup which seems to tag virtually
all Tibeto-Burman language communities in and outside of the Himalayan
region may very well have a time depth of at least 10,000 years. This
finding suggests that the southern flank of the Himalayas could have been
a vast refuge area during the last Ice Age. If so, does this event correlate
with any transition that has left visible traces in the archaeological record?
Which archaeological transition or modern genetic gradient can we relate
with confidence to an ancient linguistic intrusion or to the prehistorical
spread of a language family?
In the Himalayan region, the population genetic data correspond with
the linguistic divide more sharply than in most other parts in the world.
Often gradients of biological markers flow fuzzily across deep linguistic
boundaries. In the Himalayas, the genetic and linguistic divide match
up well. Population genetics also corroborates what linguists and ethnographers have long known, namely that the Himalayas themselves do
not constitute the geographical divide between Tibeto-Burman and Indo-
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European. Rather the divide runs approximately through the sub-Himalayas or the Terai. Similarly, there is a marked discontinuity between Neolithic and Bronze Age traditions up in the hills and those down on the
plains. Yet these archaeological assemblages appear, to our current state
of knowledge, to be much younger than – and therefore posterior in time
to – the population genetic divide, and perhaps also to the linguistic one.
3 The population genetics of communities speaking language isolates
Nahali, Burushaski and Kusunda are linguistically as singular in the Asian
context as Basque is in the European context. For centuries now it has
been mooted that the Basques may represent the linguistic vestige of an
ancient population layer in Europe, whether their linguistic ancestors were
already on the Iberian peninsula before the last Ice Age or were the first to
colonise Europe after the retreat of the glaciers. Similarly, the genographic
study of communities speaking language isolates in the Asian heartland
may identify vestiges of earlier population strata.
Recently, population genetic research has begun on the Nahali language
community conducted by friends at the Centre for Cellular and Molecular
Biology in Hyderabad, who have collected 32 samples in the field. The
mtDNA data are already in, and they look exciting. The Y chromosome
and autosomal data are still being processed, and new insights are trickling
in as I write this piece, i.e. March 2007. The findings of the Indian genetics
team will be published in the foreseeable future, and the importance of
their Nahali findings to our understanding of the population prehistory of
the Subcontinent is great.
As for the Burushaski language community, Qamar et al. (2002) tell
us that the short tandem repeats (STRs) on the Y chromosome ‘do not
support’ the utterly incredible hypothesis that the Burusho are the descendants of Alexander the Great’s army in Pakistan, an outlandish idea
that was evidently once put forward by John Biddulph in 1882 but has
never been entertained seriously by anyone since. The predominant Y
haplogroups found in the Burusho are R1a and R1b, neither of which is
remarkable in the South Asian context.
In a study of the paternal lineages of native Siberian populations, the
sole surviving Yenisseian language community, Ket, was shown to be the
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furthest outlier in a multi-dimensional scaling (MDS) plot of native ethnic
groups of Siberia based on genetic Fst distances. Closest to the Ket are
the Selkup. Once known as the Selkup speaking Ostiak Samoyeds, this
Uralic language community of the Southern Samoyedic branch used to
live with the Ket in a commensal relationship that has been described
in the ethnographic literature since the eighteenth century. The Ket also
exhibit the lowest heterozygosity of any native Siberian ethnic group. The
predominant Y-chromosomal haplogroup amongst the Ket and Selkup is
Q, which was found at a frequency of 93.8 % and 66.4 % respectively in the
two populations. The extremely high frequency of this haplogroup is attributed ‘to intergenerational genetic drift coupled with founder eﬀects’, a
supposition supported by the extremely low levels of Y-chromosomal short
tandem repeat (STR) diversity associated with haplogroup Q (Karafet et
al. 2002: 784). Haplogroup Q is found only in low frequencies in other
northern Siberian populations.
Therefore, there is no evidence of a specific genetic link between the
paternal lineages of the Burusho and Ket, unless we venture to push the
date for the hypothetical Greater Yenisseian linguistic phylum back to the
rather distant time depth of haplogroup P, which was ancestral to both
haplogroups Q and R. A father tongue hypothesis for Greater Yenisseian
involving haplogroup P would bring us to a time depth much before the last
Ice Age but still long after anatomically modern humans had first began to
people the Subcontinent. What empirically supported speculations would
comparative historical linguists be able to contribute about such time
depths? What types of linguistic evidence would linger on after such a
vast stretch of time, and what shape would this evidence take?
Could a great time depth explain why the surviving correspondences between Yenisseian and Burushaski are limited to structural particulars of
their flamboyant verbal morphology and a few conjugational specifics? The
two Ket verbal agreement systems, named D and B, correspond to the distinction in agreement patterns between Burushaski ‘d-Verben’ and other
verbs. Yenisseian and Burushaski biactantial verbal agreement marking
are both gender-dependent in the third person, and the peculiar gender
systems of Yenisseian and Burushaski too are similar. Possible vestiges
of cognate morphology include the Burushaski second person singular
patient-subject prefix <gu- ∼ gó-> vs. Ket second person agent-subject
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prefix <ku- ∼ k- ∼ gu- ∼ u->, Burushaski first person singular patientsubject prefix <a- ∼ á-> vs. Ket first person singular prefix <ba- ∼ bɔ- ∼
va- ∼ vɔ->, Burushaski non-feminine third person singular patient-subject
prefix <i- ∼ é-> vs. Ket inanimate third person singular prefix <i- ∼ u->,
Burushaski third person plural patient-subject prefix <u- ∼ ó-> vs. Ket
third person plural prefix <bu- ∼ vu->, Burushaski plural agent-subject
suﬃx <-en> vs. Ket plural subject-agent suﬃx or infix <-(V)n ∼ -(V)ŋ ∼
-(V)ŋ>.
So, should these correspondences convince us of the reality of Greater
Yenisseian as a linguistic phylum? Might Greater Yenisseian be analogous
to the case of Chukotko-Kamchatkan, where the evidence for a widely
accepted ancient genetic relationship is restricted to vestiges of a common morphological system with little or no compelling lexical correspondences? If the Greater Yenisseian linguistic phylum is accepted as real,
then are Burushaski and Yenisseian its only members? Assuming the father tongue hypothesis for the sake of argument, then the global pattern
for haplogroups P, R and Q would have to be accounted for in the broader
Eurasian ethnolinguistic context, not just for the pieces of the puzzle represented by Burushaski and Yenisseian.
For example, an explanation would have to be found for the prevalence
of R haplogroups outside of the Burusho language community. Could it be
plausibly argued, for example, that the R1a haplogroup frequency in the
northwestern portion of the Subcontinent represents a vestige of an ancient
Greater Yenisseian paternal lineage persisting in South Asian communities which later were linguistically assimilated by incursive Indo-Aryans?
Could Burushaski and Ket be the surviving linguistic vestiges of this antique stratum? In this haplogroup P scenario, the hypothetical ‘Karasuk’
linguistic phylum would have to date back to a very long time before there
ever was such a thing as the Karasuk archaeological complex in western
Siberia, so that ‘Greater Yenisseian’ would be a better name for the hypothetical phylum than the archaeologically inspired ‘Karasuk’.
Yet there is still another way of looking at the genetic picture. Just as
no Uralic paternal lineage has yet been identified in the Hungarians, an
alternative possibility is that, if the ancient Burusho did branch oﬀ from
the Yenisseians at the time of the Karasuk cultural assemblage and if the
Burusho originally once did have a high incidence of the Y-chromosomal
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haplogroup Q, then this heritage could subsequently have been obliterated
by paternal input from neighbouring Indo-Aryan language communities.
Currently, no published studies tell us much about the mitochondrial DNA
of the Burusho or Yenisseians.
Turning now to the third language isolate, it has already been mentioned that the Indo-Pacific ethnolinguistic theory is rooted in the ‘PanNegrito Theory’ of physical anthropologists of yore. The theory essentially
represents what Roger Blench has called ‘a crinkly hair hypothesis’. Phenotypically, however, the Kusunda exhibit no traits that could credibly be
qualified as ‘Negroid’ or ‘negrito’. On the genetic front, I am pleased to
be able to report that DNA samples were collected from the Kusunda on
a recent field campaign. In addition to mtDNA, the Y chromosome was
collected from three of the four patrilinear Kusunda clans known from the
ethnographic literature, i. e. Śāhı̄, Sim
. ha and Sen, but not yet Khān. It is
known that the Kusunda sometimes claim T
. hakurı̄ status, which raises a
few questions in view of the role which this subcaste of the warrior caste
has played in Nepal’s history. There is much that we might yet come to
know about the successive waves of peopling that have washed across the
Himalayas.
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MAP: Geographical distribution of Kusunda and Burushaski, two language isolates in the Himalayas, and of Nahali, a language isolate in the heart of the
Subcontinent
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jazykov (Materialy mežvuzovskoj konferencii 11–13 maja 1969 g.). Tomsk.
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